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3 <110> APPLICANT: Ting, Jenny 

4 Linhoff/ Michael 

5 Hart on, Johnathan 

6 Williams, Kristi 

7 Lich, John 

8 O'Connor, William 

9 Moore, Christopher 

10 Davis, Beckley 

11 Brickey, W. Jane 

12 Conti, Brian 

13 Zhang, Jinghua 

14 Zhu, Xin-Sheng 

16 <120> TITLE OF INVENTION: CATERPILLER GENE FAMILY 
18 <130> FILE REFERENCE: 5470-368 

20 <140> CURRENT APPLICATION NUMBER: US 10/511, 989A 
C — > 21 <141> CURRENT FILING DATE: 2004-10-21 /Q i 

23 <150> PRIOR APPLICATION NUMBER: PCT/US03/13562 Iv 

24 <151> PRIOR FILING DATE: 2003-04-30 M 

26 <150> PRIOR APPLICATION NUMBER: US 60/376,626 

27 <151> PRIOR FILING DATE: 2002-04-30 
29 <160> NUMBER OF SEQ ID NOS: 187 

31 <170> SOFTWARE: Patentin version 3.3 

33 <210> SEQ ID NO: 1 

34 <211> LENGTH: 3731 

35 <212> TYPE: DNA 

36 <213> ORGANISM: Homo sapiens 

38 <400> SEQUENCE: 1 

39 attggtgagt ggggcagggc aggagggaac tgaagagtga gaaagcatta tttcagcaaa 60 
41 aggtctttcc tcccttgctc actcctccaa ccactggctc agcctctccg cccgctgcct 120 
43 gtgaatgatg caatggaagg tgtgctgggg tcgccctgtg tcccgtgcat aggagcatct 180 
45 cagcctccag gtcctctcct ttggggctta cggcaccccc atgctacgaa ccgcaggcag 240 
47 ggacggcctc tgtcgcctgt ccacctactt ggaagaactc gaggctgtgg aactgaagaa 300 
4 9 gttcaagtta tacctgggga ccgcgacaga gctgggagaa ggcaagatcc cctggggaag 360 
51 catggagaag gccggtcccc tggaaatggc ccagctgctc atcacccact tcgggccaga 420 
53 ggaggcctgg aggttggctc tcagcacctt tgagcggata aacaggaagg acctgtggga 480 
55 gagaggacag agagaggacc tggtgaggga taccccacct ggtggcccgt cctcacttgg 54 0 
57 gaaccagtca acatgccttc tggaagtctc tcttgtcact ccaagaaaag atccccagga 600 
59 aacctacagg gactatgtcc gcaggaaatt ccggctcatg gaagaccgca atgcgcgcct 660 
61 aggggaatgt gtcaacctca gccaccggta cacccggctc ctgctggtga aggagcactc 720 
63 aaaccccatg caggtccagc agcagcttct ggacacaggc cggggacacg cgaggaccgt 780 
65 gggacaccag gctagcccca tcaagataga gaccctcttt gagccagacg aggagcgccc 84 0 
67 cgagccaccg cgcaccgtgg tcatgcaagg cgcggcaggg ataggcaagt ccatgctggc 900 
69 acacaaggtg atgctggact gggcggacgg gaagctcttc caaggcagat ttgattatct 960 
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71 cttctacatc aactgcaggg agatgaacca gagtgccacg gaatgcagca tgcaagacct 1020 

73 catcttcagc tgctggcctg agcccagcgc gcctctccag gagctcatcc gagttcccga 1080 

75 gcgcctcctt ttcatcatcg acggcttcga tgagctcaag ccttctttcc acgatcctca 1140 

77 gggaccctgg tgcctctgct gggaggagaa acggcccacg gagctgcttc ttaacagctt 1200 

79 aattcggaag aagctgctcc ctgagctatc tttgctcatc accacacggc ccacggcttt 1260 

81 ggagaagctc caccgtctgc tggagcaccc caggcatgtg gagatcctgg gcttctctga 1320 

83 ggcagaaagg aaggaatact tctacaagta tttccacaat gcagagcagg cgggccaagt 1380 

85 cttcaattac gtgagggaca acgagcctct cttcaccatg tgcttcgtcc ccctggtgtg 14 40 

87 ctgggtggtg tgtacctgcc tccagcagca gctggagggt ggggggctgt tgagacagac 1500 

89 gtccaggacc accactgcag tgtacatgct ctacctgctg agtctgatgc aacccaagcc 1560 

91 gggggccccg cgcctccagc ccccacccaa ccagagaggg ttgtgctcct tggcggcaga 1620 

93 tgggctctgg aatcagaaaa tcctatttga ggagcaggac ctccggaagc acggcctaga 1680 

95 cggggaagac gtctctgcct tcctcaacat gaacatcttc cagaaggaca tcaactgtga 1740 

97 gaggtactac agcttcatcc acttgagttt ccaggaattc tttgcagcta tgtactatat 1800 

99 cctggacgag ggggagggcg gggcaggccc agaccaggac gtgaccaggc tgttgaccga 18 60 

101 gtacgcgttt tctgaaagga gcttcctggc actcaccagc cgcttcctgt ttggactcct 1920 

103 gaacgaggag accaggagcc acctggagaa gagtctctgc tggaaggtct cgccgcacat 1980 

105 caagatggac ctgttgcagt ggatccaaag caaagctcag agcgacggct ccaccctgca 204 0 

107 gcagggctcc ttggagttct tcagctgctt gtacgagatc caggaggagg agtttatcca 2100 

109 gcaggccctg agccacttcc aggtgatcgt ggtcagcaac attgcctcca agatggagca 2160 

111 catggtctcc tcgttctgtc tgaagcgctg caggagcgcc caggtgctgc acttgtatgg 2220 

113 cgccacctac agcgcggacg gggaagaccg cgcgaggtgc tccgcaggag cgcacacgct 2280 

115 gttggtgcag ctcagaccag agaggaccgt tctgctggac gcctacagtg aacatctggc 2340 

117 agcggccctg tgcaccaatc caaacctgat agagctgtct ctgtaccgaa atgccctggg 2400 

119 cagccggggg gtgaagctgc tctgtcaagg actcagacac cccaactgca aacttcagaa 2460 

121 cctgaggctg aagaggtgcc gcatctccag ctcagcctgc gaggacctct ctgcagctct 2520 

123 catagccaat aagaatttga caaggatgga tctcagtggc aacggcgttg gattcccagg 2580 

125 catgatgctg ctttgcgagg gcctgcggca tccccagtgc aggctgcaga tgattcagtt 2640 

127 gaggaagtgt cagctggagt ccggggcttg tcaggagatg gcttctgtgc tcggcaccaa 2700 

129 cccacatctg gttgagttgg acctgacagg aaatgcactg gaggatttgg gcctgaggtt 2760 

131 actatgccag ggactgaggc acccagtctg cagactacgg actttgtggc tgaagatctg 2820 

133 ccgcctcact gctgctgcct gtgacgagct ggcctcaact ctcagtgtga accagagcct 2880 

135 gagagagctg gacctgagcc tgaatgagct gggggacctc ggggtgctgc tgctgtgtga 2940 

137 gggcctcagg catcccacgt gcaagctcca gaccctgcgg ttgggcatct gccggctggg 3000 

139 ctctgccgcc tgtgagggtc tttctgtggt gctccaggcc aaccacaacc tccgggagct 3060 

141 ggacttgagt ttcaacgacc tgggagactg gggcctgtgg ttgctggctg aggggctgca 3120 

14 3 acatcccgcc tgcagactcc agaaactgtg gctggatagc tgtggcctca cagccaaggc 3180 

145 ttgtgagaat ctttacttca ccctggggat caaccagacc ttgaccgacc tttacctgac 324 0 

147 caacaacgcc ctaggggaca caggtgtccg actgctttgc aagcggctga gccatcctgg 3300 

149 ctgcaaactc cgagtcctct ggttatttgg gatggacctg aataaaatga cccacagtag 3360 

151 gttggcagcg cttcgagtaa caaaacctta tttggacatt ggctgctgaa tggtcctatc 3420 

153 tgctggctct cccctgagat ctggacagag gaagatggga gggtgctcat caccccccca 3480 

155 gcataatgat cagcctcctt cctagagaca gactcatgca gattgagatc aaaagtccct 3540 

157 ctgcttggga tcaaattaat gtttgacaga gctggccagg cgtggtggct catgtatgta 3600 

159 atcctagcac ttcgagaggc cgaggcaggt ggatcacgag gtcaggagtt tgagattagc 3660 

161 ctggccaaga tggtgaaacc ctgtctctac taaaaataaa aaaaaattag ccaggaaaaa 3720 

163 aaaaaaaaaa a 3731 

166 <210> SEQ ID NO: 2 

167 <211> LENGTH: 1062 
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168 


<212> TYPE: 


PRT 








169 


<213> ORGANISM: 


Homo sapiens 


171 


<400> SEQUENCE: 


2 






173 


Met 


Leu Arg 


Thr 


Ala 


Gly 


Arg Asp 


174 


1 








5 






177 


Leu 


Glu 


Glu 


Leu 


Glu 


Ala 


Val Glu 


178 








20 








181 


Gly 


Thr 


Ala 


Thr 


Glu 


Leu 


Gly Glu 


182 






35 








40 


185 


Glu 


Lys 


Ala 


Gly 


Pro 


Leu 


Glu Met 


186 




50 










55 


189 Gly 


Pro 


Glu 


Glu 


Ala 


Trp 


Arg Leu 


190 


65 










70 




193 


Asn 


Arg 


Lys 


Asp 


Leu 


Trp 


Glu Arg 


194 










85 






197 Asp 


Thr 


Pro 


Pro 


Gly 


Gly 


Pro Ser 


198 








100 








201 


Leu 


Leu 


Glu 


Val 


Ser 


Leu 


Val Thr 


202 






115 








120 


205 


Tyr 


Arg Asp 


Tyr 


Val 


Arg 


Arg . Lys 


206 




130 










135 


209 


Ala 


Arg 


Leu 


Gly 


Glu 


Cys 


Val Asn 


210 


145 










150 




213 


Leu 


Leu 


Val 


Lys 


Glu 


His 


Ser Asn 


214 










165 






217 


Leu 


Asp 


Thr 


Gly 


Arg 


Gly 


His Ala 


218 








180 








221 


Pro 


He 


Lys 


He 


Glu 


Thr 


Leu Phe 


222 






195 








200 


225 


Pro 


Pro 


Arg 


Thr 


Val 


Val 


Met Gin 


226 




210 










215 


229 


Met 


Leu 


Ala 


His 


Lys 


Val 


Met Leu 


230 


225 










230 




233 


Gin 


Gly Arg 


Phe 


Asp 


Tyr 


Leu Phe 


234 










245 






237 


Gin 


Ser 


Ala 


Thr 


Glu 


Cys 


Ser Met 


238 








260 








241 


Pro 


Glu 


Pro 


Ser 


Ala 


Pro 


Leu Gin 


242 






275 








280 


245 


Leu 


Leu 


Phe 


He 


He 


Asp 


Gly Phe 


246 




290 










295 


249 


Asp 


Pro 


Gin 


Gly 


Pro 


Trp 


Cys Leu 


250 


305 










310 




253 


Glu 


Leu 


Leu 


Leu 


Asn 


Ser 


Leu He 


254 










325 






257 


Ser 


Leu 


Leu 


He 


Thr 


Thr 


Arg Pro 


258 








340 








261 


Leu 


Leu 


Glu 


His 


Pro 


Arg 


His Val 


262 






355 








360 



Gly Leu 


Cys Arg Leu 


Ser 


Thr 


Tyr 


10 










15 




Leu Lys 


Lys 


Phe 


Lys 


Leu 


Tyr 


Leu 


25 








30 






Gly Lys 


He 


Pro 


Trp 


Gly. 


Ser 


Met 








45 








Ala Gin 


Leu 


Leu 


He 


Thr 


His 


Phe 






60 










Ala Leu 


Ser 


Thr 


Phe 


Glu 


Arg 


He 




75 










80 


Gly Gin 


Arg 


Glu 


Asp 


Leu 


Val 


Arg 


90 










95 




Ser Leu 


Gly Asn 


Gin 


Ser 


Thr 


Cys 


105 








110 






Pro Arg 


Lys Asp 


Pro 


Gin 


Glu 


Thr 








125 








Phe Arg 


Leu 


Met 


Glu 


Asp 


Arg 


Asn 






140 










Leu Ser 


His 


Arg 


Tyr 


Thr 


Arg 


Leu 




155 










160 


Pro Met 


Gin 


Val 


Gin 


Gin 


Gin 


Leu 


170 










175 




Arg Thr 


Val 


Gly His 


Gin 


Ala 


Ser 


185 








190 






Glu Pro 


Asp 


Glu 


Glu 


Arg 


Pro 


Glu 








205 








Gly Ala 


Ala 


Gly 


He 


Gly 


Lys 


Ser 






220 










Asp Trp 


Ala Asp Gly 


Lys 


Leu 


Phe 




235 










240 


Tyr He 


Asn Cys 


Arg 


Glu 


Met 


Asn 


250 










255 




Gin Asp 


Leu 


He 


Phe 


Ser 


Cys 


Trp 


265 








270 






Glu Leu 


He 


Arg 


Val 


Pro 


Glu 


Arg 








285 








Asp Glu 


Leu 


Lys 


Pro 


Ser 


Phe 


His 






300 










Cys Trp 


Glu 


Glu 


Lys 


Arg 


Pro 


Thr 




315 










320 


Arg Lys 


Lys 


Leu 


Leu 


Pro 


Glu 


Leu 


330 










335 




Thr Ala 


Leu 


Glu 


Lys 


Leu 


His 


Arg 


345 








350 






Glu He 


Leu Gly 


Phe 


Ser 


Glu 


Ala 



365 
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265 


Glu 


Arg 


Lys Glu 


Tyr 


Phe 


Tyr 


Lys 


Tyr 


Phe 


His 


Asn 


Ala 


Glu 


Gin 


Ala 


266 




370 








375 










380 










269 


Gly 


Gin 


Val Phe 


Asn 


Tyr 


Val 


Arg 


Asp 


Asn 


Glu 


Pro 


Leu 


Phe 


Thr 


Met 


270 


385 








390 










395 










400 


273 


Cys 


Phe 


Val Pro 


Leu 


Val 


Cys 


Trp 


Val 


Val 


Cys 


Thr 


Cys 


Leu 


Gin 


Gin 


274 








405 










410 










415 




277 


Gin 


Leu Glu Gly 


Gly 


Gly 


Leu 


Leu 


Arg 


Gin 


Thr 


Ser 


Arg 


Thr 


Thr 


Thr 


278 






420 










425 










430 






281 


Ala 


Val 


Tyr Met 


Leu 


Tyr 


Leu 


Leu 


Ser 


Leu 


Met 


Gin 


Pro 


Lys 


Pro 


Gly 


282 






435 


• 






440 










445 








285 


Ala 


Pro Arg Leu 


Gin 


Pro 


Pro 


Pro 


Asn 


Gin 


Arg 


Gly 


Leu 


Cys 


Ser 


Leu 


286 




450 








455 










460 










289 


Ala 


Ala Asp Gly 


Leu 


Trp 


Asn 


Gin 


Lys 


He 


Leu 


Phe 


Glu 


Glu 


Gin 


Asp 


290 


465 








470 










475 










480 


293 


Leu 


Arg Lys His 


Gly 


Leu 


Asp 


Gly 


Glu 


Asp 


Val 


Ser 


Ala 


Phe 


Leu 


Asn 


294 








485 










490 










495 




297 


Met 


Asn 


He Phe 


Gin 


Lys 


Asp 


He 


Asn 


Cys 


Glu 


Arg 


Tyr 


Tyr 


Ser 


Phe 


298 






500 










505 










510 






301 


He 


His 


Leu Ser 


Phe 


Gin 


Glu 


Phe 


Phe 


Ala 


Ala 


Met 


Tyr 


Tyr 


He 


Leu 


302 






515 








520 










525 








305 


Asp 


Glu Gly Glu 


Gly 


Gly 


Ala 


Gly 


Pro 


Asp 


Gin 


Asp 


Val 


Thr 


Arg 


Leu 


306 




530 








535 










540 










309 


Leu 


Thr Glu Tyr 


Ala 


Phe 


Ser 


Glu 


Arg 


Ser 


Phe 


Leu 


Ala 


Leu 


Thr 


Ser 


310 


545 








550 










555 










560 


313 


Arg 


Phe 


Leu Phe 


Gly 


Leu 


Leu 


Asn 


Glu 


Glu 


Thr 


Arg 


Ser 


His 


Leu 


Glu 


314 








565 










570 










575 




317 


Lys 


Ser 


Leu Cys 


Trp 


Lys 


Val 


Ser 


Pro 


His 


He 


Lys 


Met 


Asp 


Leu 


Leu 


318 






580 










585 










590 






321 


Gin 


Trp 


He Gin 


Ser 


Lys 


Ala 


Gin 


Ser 


Asp 


Gly 


Ser 


Thr 


Leu 


Glh 


Gin 


322 






595 








600 










605 








325 


Gly 


Ser 


Leu Glu 


Phe 


Phe 


Ser 


Cys 


Leu 


Tyr 


Glu 


He 


Gin 


Glu 


Glu 


Glu 


326 




610 








615 










620 










329 


Phe 


He 


Gin Gin 


Ala 


Leu 


Ser 


His 


Phe 


Gin 


Val 


He 


Val 


Val 


Ser 


Asn 


330 


625 








630 










635 










640 


333 


He 


Ala 


Ser Lys 


Met 


Glu 


His 


Met 


Val 


Ser 


Ser 


Phe 


Cys 


Leu 


Lys 


Arg 


334 








645 










650 










655 




337 


Cys 


Arg 


Ser Ala 


Gin 


Val 


Leu 


His 


Leu 


Tyr 


Gly 


Ala 


Thr 


Tyr 


Ser 


Ala 


338 






660 










665 










670 






341 


Asp 


Gly Glu Asp 


Arg 


Ala 


Arg 


Cys 


Ser 


Ala 


Gly 


Ala 


His 


Thr 


Leu 


Leu 


342 






675 








680 










685 








345 


Val 


Gin 


Leu Arg 


Pro 


Glu 


Arg 


Thr 


Val 


Leu 


Leu 


Asp 


Ala 


Tyr 


Ser 


Glu 


346 




690 








695 










700 










349 


His 


Leu 


Ala Ala 


Ala 


Leu 


Cys 


Thr 


Asn 


Pro 


Asn 


Leu 


He 


Glu 


Leu 


Ser 


350 


705 








710 










715 










720 


353 


Leu 


Tyr Arg Asn 


Ala 


Leu 


Gly 


Ser 


Arg 


Gly 


Val 


Lys 


Leu 


Leu 


Cys 


Gin 


354 








725 










730 










735 




357 


Gly 


Leu Arg His 


Pro 


Asn 


Cys 


Lys 


Leu 


Gin 


Asn 


Leu 


Arg 


Leu 


Lys 


Arg 


358 






740 










745 










750 






361 


Cys 


Arg 


He Ser 


Ser 


Ser 


Ala 


Cys 


Glu 


Asp 


Leu 


Ser 


Ala 


Ala 


Leu 


He 
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362 






755 








760 










765 








365 


Ala 


Asn 


Lys Asn 


Leu 


Thr 


Arg 


Met 


Asp 


Leu 


Ser 


Gly 


Asn 


Gly 


Val 


Gly 


366 




770 








775 










780 










369 


Phe 


Pro 


Gly Met 


Met 


Leu 


Leu 


Cys 


Glu 


Gly 


Leu 


Arg 


His 


Pro 


Gin 


Cys 


370 


785 








790 










795 










800 


373 


Arg 


Leu 


Gin Met 


He 


Gin 


Leu 


Arg 


Lys 


Cys 


Gin 


Leu 


Glu 


Ser 


Gly 


Ala 


374 








805 










810 










815 




377 


Cys 


Gin 


Glu Met 


Ala 


Ser 


Val 


Leu 


Gly 


Thr 


Asn 


Pro 


His 


Leu 


Val 


Glu 


378 






820 










825 










830 






381 


Leu 


Asp 


Leu Thr 


Gly 


Asn 


Ala 


Leu 


Glu 


Asp 


Leu 


Gly 


Leu 


Arg 


Leu 


Leu 


382 






835 








840 










845 








385 


Cys 


Gin 


Gly Leu 


Arg 


His 


Pro 


Val 


Cys 


Arg 


Leu 


Arg 


Thr 


Leu 


Trp 


Leu 


386 




850 








855 










860 










389 


Lys 


He 


Cys Arg 


Leu 


Thr 


Ala 


Ala 


Ala 


Cys 


Asp 


Glu 


Leu 


Ala 


Ser 


Thr 


390 


865 








870 










875 










880 


393 


Leu 


Ser 


Val Asn 


Gin 


Ser 


Leu 


Arg 


Glu 


Leu 


Asp 


Leu 


Ser 


Leu 


Asn 


Glu 


394 








885 










890 










895 




397 


Leu 


Gly Asp Leu 


Gly 


Val 


Leu 


Leu 


Leu 


Cys 


Glu 


Gly 


Leu 


Arg 


His 


Pro 


398 






900 










905 










910 






401 


Thr 


Cys 


Lys Leu 


Gin 


Thr 


Leu 


Arg 


Leu 


Gly 


He 


Cys 


Arg 


Leu 


Gly 


Ser 


402 






915 








920 










925 








405 


Ala 


Ala 


Cys Glu 


Gly 


Leu 


Ser 


Val 


Val 


Leu 


Gin 


Ala 


Asn 


His 


Asn 


Leu 


406 




930 








935 










940 










409 


Arg 


Glu 


Leu Asp 


Leu 


Ser 


Phe 


Asn 


Asp 


Leu 


Gly 


Asp 


Trp 


Gly 


Leu 


Trp 


410 


945 








950 










955 










960 


413 


Leu 


Leu 


Ala Glu 


Gly 


Leu 


Gin 


His 


Pro 


Ala 


Cys 


Arg 


Leu 


Gin 


Lys 


Leu 


414 








965 










970 










975 




417 


Trp 


Leu Asp Ser 


Cys 


Gly 


Leu 


Thr 


Ala 


Lys 


Ala 


Cys 


Glu 


Asn 


Leu 


Tyr 


418 






980 










985 










990 






421 


Phe 


Thr 


Leu Gly 


He 


Asn 


Gin 


Thr 


Leu Thr Asp Leu Tyr Leu Thr Aj 


422 






995 








1000 








1005 






425 


Asn 


Ala 


Leu Gly Asp Thr Gly Val Arg Leu Leu Cys Lys Arg Leu 


426 




1010 






1015 








1020 








429 


Ser 


His 


Pro Gly Cys 


! Lys Leu Arg Val Leu Trp Leu Phe Gly Met 


430 




1025 






1030 








1035 








433 Asp 


Leu 


Asn Lys Met 


: Thr His Ser Arg Leu Ala Ala Leu Arg Val 


434 




1040 






1045 








1050 








437 


Thr 


Lys 


Pro Tyr Leu Asp He Gly Cys 














438 




1055 






1060 



















441 <210> SEQ ID NO: 3 

442 <211> LENGTH: 3563 

443 <212> TYPE: DNA 

444 <213> ORGANISM: Homo sapiens 

446 <4 00> SEQUENCE: 3 

447 attggtgagt ggggcagggc aggagggaac tgaagagtga gaaagcatta tttcagcaaa 
44 9 aggtctttcc tcccttgctc actcctccaa ccactggctc agcctctccg cccgctgcct 
4 51 gtgaatgatg caatggaagg tgtgctgggg tcgccctgtg tcccgtgcat aggagcatct 
453 cagcctccag gtcctctcct ttggggctta cggcaccccc atgctacgaa ccgcaggcag 
455 ggacggcctc tgtcgcctgt ccacctactt ggaagaactc gaggctgtgg aactgaagaa 



60 
120 
180 
240 
300 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/511 , 989A 



DATE: 08/02/2005 
TIME: 15:07:07 



Input Set : A:\5470.368.ST25.txt 

Output Set: N:\CRF4\08022005\J511989A.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:92; Xaa Pos. 2,3,4,5,8 
Seq#:93; Xaa Pos. 2,3 
Seq#:94; Xaa Pos. 1,2,3,4 



Seq#: 


95; 


Xaa Pos. 


1.3 






Seq#: 


150, 


Xaa 


Pos . 


1, 6,8, 11, 18, 19,20,21,23,26,28,30 






Seq#: 


151; 


Xaa 


Pos. 


2,3,4, 6,7,8, 10, 12, 13, 14, 15, 16, 17, 18,20,21 


,22,25 


,26,27,28 


Seq#: 


152; 


Xaa 


Pos. 


1,3,4,5,7,13 






Seq#: 


153; 


Xaa 


Pos . 


3,7, 9,20,23,25 






Seq#: 


154; 


Xaa 


Pos. 


2,3, 4,6,7, 8, 9, 10, 11, 12, 13, 14, 19, 20, 21, 22, 


23,24, 


27,28,29 


Seq#: 


154; 


Xaa 


Pos. 


30,31 






Seq#: 


155; 


Xaa 


Pos. 


2,3,5, 6,7,8, 9, 10, 12, 13, 15,16, 17,19,22,23, 


26,29, 


30,32,33' 


Seq#: 


155; 


Xaa 


Pos. 


35,36,37 






Seq#: 


156, 


Xaa 


Pos. 


2, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14 






Seq#: 


157; 


Xaa 


Pos. 


2,3, 6,12, 14,15, 16, 17 , 18, 20, 21, 22, 25, 26, 27 


,30,31 


,32,33,34 


Seq#: 


157; 


Xaa 


Pos. 


35,36,39,40,41, 42, 43 






Seq#: 


158, 


Xaa 


Pos . 


2,4,7, 8, 12, 15, 16, 18 






Seq#: 


159, 


Xaa 


Pos. 


7, 8, 10, 11, 12, 15, 16, 19,20,21,23,24,25,26 






Seq#: 


160; 


Xaa 


Pos. 


1,2,5,10,13,17,18,19,21,22,23,24,25,27 






Seq#: 


161; 


Xaa 


Pos. 


1,2,3,5,6,10,11,13,14,15,16,17,19. 






Seq#: 


165; 


Xaa 


Pos. 


74,136,232 






Seq#: 


176; 


Xaa 


Pos. 


178,347 
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VERIFICATION SUMMARY DATE: 08/02/2005 

PATENT APPLICATION: US/10/511 , 989A TIME: 15:07:07 

Input Set : A:\5470.368.ST25.txt 

Output Set: N:\CRF4\08022005\J511989A.raw 



L:21 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



L: 6719 M: 341 W: 


(4 6) "n 


" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 92 


after pos. : 


0 


L:6739 M:341 W: 


(46) "n 


" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:93 


after pos . : 


0 


L:6759 M:341 W: 


(46) "n 


" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:94 


after pos. : 


0 


L:6784 M:341 W: 


(46) "n 


" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:95 


after pos , : 


0 


L:7831 M:341 W: 


(46) "n 


" or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:150 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=150 




















L:7920 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:151 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=151 




















L:7964 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:152 


after 


pos . 


:0 


L:8013 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:153 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=153 




















L:8117 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:154 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=154 




















L:8246 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:155 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=155 




















L:8314 M:341 W: 


(4 6) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:156 


after 


pos. 


:0 


L:8399 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:157 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=157 




















L:8462 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:158 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo- 


=158 




















L:8536 M:341 W: 


(46) "n 


" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:159 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=159 




















L:8630 M:341 W: 


(46) "n 


' or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:160 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=160 




















L:8694 M:341 W: 


(46) "n 


' or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:161 


after 


pos. 


:0 


M:341 Repeated 


in SeqNo= 


=161 




















L:9122 M:341 W: 


(46) "n 


• or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:165 


after 


pos. 


:64 



M:341 Repeated in SeqNo=165 

L:10514 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:176 after pos.:176 
M:341 Repeated in SeqNo=176 
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